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PRECISION MEDICINE
IN PROSTATE CANCER

Overview the clinical
value of testing in
prostate cancer
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Single-base damage Crosslinks Base mismatch Double-strand break
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Genetic Mutations
in HRR Genes
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PALB2, PPP2R2A,
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Other Causes
Other DDR Defects
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Treatment Choice Somatic Testing

Resistant Mechanism Liquid Biopsy
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Liquid biopsy
Including cell free DNA, circulating tumor cells, exosomes
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Cell free DNA(cfDNA),
Circulating tumor DNA (ctDNA)

—— Plasma
55% total volume

Centrifuge

—_— Buffy coat - WBC ‘2

<1% total volume Germline testing

— Erythrocytes .‘

45% total volume ) _
- Circulating

tumor cells
(CTC)

Whole blood
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